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GRIPP VIRUSINING RNK TUZILISHI VA MUTATSIYAGA MOYILLIGI
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Annotatsiya. Mazkur maqgolada gripp virusining RNK asosli genomi, uning
segmentlangan tuzilishi va genetik begarorligi tahlil gilinadi. Virus RNKsi yuqori darajada
o zgaruvchan bo‘lib, replikatsiya jarayonida yuzaga keladigan xatoliklar natijasida tez-tez
mutatsiyaga uchraydi. Bu holat virusning yangi variantlarini shakllantiradi va uning
epidemiologik ahamiyatini oshiradi. Shuningdek, mutatsion o ‘zgarishlarning virusning
virulentligi va immun tizimdan qochish gobiliyatiga ta ’siri yoritiladi.

Kalit so‘zlar: gripp virusi, RNK genom, segmentlangan RNK, negativ zanjirli RNK,
mutatsiya, antigenik drift, antigenik shift, reassortment, gemagglutinin, neyraminidaza, RNK-
polimeraza, virus evolyutsiyasi, genetik o ‘zgaruvchanlik, yangi shtammlar, immun gochish.

Aunnomauusn. B oannoii cmamwve paccmampusaromesi ocovennocmu PHK-2enoma supyca
cpunna, €20 CecMEeHMUpO6AaArRRas CmMpyKmypa u ceHemudeckas Hecma6wzbﬂocmb. PHK eupyca
omaUYaemcst 8blCOKOI UBMEHYUBOCMbIO, UMO C6A3aHO C YacmbiMu owubxamu 8 npoyecce
penjiuxkayuu, HPMGOOﬂLL;MMu K MmMymayusim. Smo CI’ZOCO6CI’}’16y€m d)opMupogaHulo HOBbIX
eapuarnmoe eupyca u nosesluiaem eco 9nu()€Mu0ﬂ02ull€CKyl0 3HA4YUMOCmb. Taxorce
anaiusupyemcs ejausHue MymdayuoOHHblX UBMeHeHull Ha BUPDYIIEHMHOCMb eupyca u eco
cnocobrHocms YKIIOHANbCA OmM UMMYHHO20 onieemda.

Knwueswvie cnoea: supyc epunna, PHK-cenom, ceemenmuposannas PHK, necamuenas
oonoyenoueunas PHK, mymayus, anmueenuvlil Opeug, ammuceHHulll cO8Ue, peaccopmayusl,
cemaccitomuruH, HeﬁpaMuHu()as’a, PHK—noxzwwepas’a, I601I0YuUsl  eupyca, ceHemudecKkas
USMEHRYUB0CNIb, HOBbLE LUMAMMDbl, UMMYHHOE YKIIOHEHUE.

Abstract. This article examines the RNA genome of the influenza virus, its segmented
structure, and genetic instability. The viral RNA is highly variable due to frequent errors during
replication, which lead to mutations. These changes contribute to the emergence of new viral
variants and increase its epidemiological significance. The study also highlights how mutations
affect the virus’s virulence and its ability to evade the host immune response.

Keywords: influenza virus, RNA genome, segmented RNA, negative-sense single-stranded
RNA, mutation, antigenic drift, antigenic shift, reassortment, hemagglutinin, neuraminidase,
RNA polymerase, viral evolution, genetic variability, new strains, immune evasion.

Gripp virusi nafas yo‘llarini zararlovchi, yuqori darajada yuqumli bo‘lgan RNA
viruslardan biri hisoblanadi. Uning genetik materiali segmentlangan RNK dan iborat bo‘lib, bu
Xususiyat virusning tez mutatsiyaga uchrashiga va yangi shtammlarning paydo bo‘lishiga sabab
bo‘ladi [1].
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Gripp virusining antigenik drift va antigenik shift jarayonlari uning epidemiologik xavfini
oshirib, har yili mavsumiy epidemiyalar va ba’zan pandemiyalarning kelib chiqishiga olib keladi.
Shu sababli virusning RNK tuzilishi va mutatsiyaga moyilligi uning biologik xususiyatlarini
o‘rganishda muhim ahamiyatga ega hisoblanadi [2].

Tadqiqotlar shuni ko‘rsatadiki, gripp virusining genetik materiali segmentlangan, negativ
zanjirli RNKdan iborat bo‘lib, bu uning yuqori mutatsiyaga moyilligini ta’minlaydi. RNK-
polimeraza fermenti replikatsiya jarayonida ko‘p xatolarga yo‘l qo‘yishi natijasida virus
genomida tez-tez o‘zgarishlar yuz beradi. Bu o‘zgarishlar antigenik drift ko‘rinishida kichik
mutatsiyalarni, antigenik shift esa gen segmentlarining gayta kombinatsiyasi (reassortment)
orqali yirik genetik o‘zgarishlarni keltirib chigaradi.

Natijada gripp virusining yangi shtammlari tez paydo bo‘ladi va ular inson immun tizimi
tomonidan avvalgi infeksiyalarga nisbatan to‘liq tanilmaydi. Bu esa virusning tez targalishi,
mavsumiy epidemiyalar va ba’zan pandemiyalar yuzaga kelishiga sabab bo‘ladi. Shuningdek,
gemagglutinin va neyraminidaza oqgsillaridagi o‘zgarishlar virusning hujayralarga yopishishi va
targalish qobiliyatini kuchaytiradi [3].

Gripp virusining RNK tuzilishi va uning mutatsiyaga moyilligi virusning epidemio
xususiyatlarini tushunishda muhim ahamiyatga ega. Segmentlangan, epidemio zanjirli RNK
genom virusga tez evolyutsiyalanish imkonini beradi. RNK-polimeraza fermentining “xatolarga
moyilligi” natijasida replikatsiya jarayonida ko‘plab nuqta mutatsiyalar yuzaga Kkeladi, bu esa
epidemiol drift hodisasini keltirib chigaradi.

Bundan tashqari, gripp virusida gen segmentlarining gayta kombinatsiyalanishi —
reassortment jarayoni orqgali epidemiol shift sodir bo‘ladi. Bu holat yangi va oldingi
immunitetdan gisman yoki to‘liq qochadigan shtammlarning paydo bo‘lishiga olib keladi.

Natijada, virusning epidemiologik xulqi o‘zgarib, mavsumiy epidemiyalar bilan bir
gatorda global pandemiyalar xavfi ham yuzaga keladi. Gemagglutinin va neyraminidaza
ogsillaridagi o‘zgarishlar virusning hujayraga Kirishi va chigish mexanizmlarini yanada samarali
giladi, bu esa uning patogenligini oshiradi.

Shu sababli gripp virusining epidemi xususiyatlarini o‘rganish vaksina ishlab chiqish va
epidemiologic nazorat uchun muhim ilmiy asos bo‘lib xizmat giladi.

Rasm 1. Gripp virusi
Gripp virusining RNK tuzilishi uning yugori mutatsiyaga moyilligini belgilovchi asosiy
omillardan biridir.
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Segmentlangan, epldemlo zanjirli RNK genom va RNK-polimeraza fermentining xatoga
moyilligi natijasida virus tez-tez epidemi o‘zgarishlarga uchraydi. Bu jarayonlar epidemiol drift
va epidemiol shift orqali yangi virus shtammlarining paydo bo‘lishiga olib keladi.

Natijada gripp virusi doimiy ravishda o‘zgarib turuvchi epidemio sifatida saglanib goladi
va inson epidem tizimi uchun yangi xavf tug‘diradi.

Shu sababli uning molekulyar tuzilishi va mutatsion jarayonlarini chuqur o‘rganish
epidemiologic nazorat, vaksina ishlab chigish va infeksiyani oldini olishda katta ahamiyatga ega.
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